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331 The polynucleotide of claim 27, wherein the polypeptide is cyclin A protein. 

33. \ An isolated polypeptide, wherein the amino acid sequence of the polypeptide and 
the aminoYcid sequence of SEQ ID NO: 2, SEQ ID NO: 4, or SEQ ID: 6 have at least 80% 
identity based on the Clustal alignment method. 

34. tThe polypeptide of claim 33, wherein the amino acid sequence of the polypeptide 
and the amiilp acid sequence of SEQ ID NO: 2, SEQ ID NO: 4, or SEQ ID NO: 6 have at least 
90% identity pased on the Clustal alignment method. 

35. The polypeptide of claim 33, wherein the amino acid sequence of the polypeptide 
and the aminoWid sequence of SEQ ID NO: 2, SEQ ID NO: 4, or SEQ ID NO: 6 have at least 
95% identity based on the Clustal alignment method. 

36. TheVolypeptide of claim 33, wherein the polypeptide comprises the amino acid 
sequence of SEQ ID NO: 2, SEQ ID NO: 4, or SEQ ID NO: 6. 



'M. The phlypfpt i df" f'him ^vh f^ rnn pitlypHpfu jp \<l ^ ryolin a pr^^t^m 

38. A cWmeric gene comprising the polynucleotide of claim 27 operably linked to a 

w * 

regulatory sequence. 

39. An expression vector comprising the polynucleotide of claim 27. 

40. A method for transforp:ttng a cell comprising transforming a cell with the 
polynucleotide of clai 

41 . The cell produced by the method of claim 40. 

42. An isolated polynucleotide comprising a nucleotide sequence comprised by the 
polynucleotide of claim ^j; wherein the nucleotide sequence contains at least 30 nucleotides. 

43 . An isolated polynucleotide comprising: 

(a) a nucl^^ide^jg^tience encoding a polypeptide, wherein the amino acid 
sequence of the polypeptidVand the amino acid sequence of SEQ ID NO: 8, SEQ ID NO: 10, 
SEQ ID NO: 12, SEQ ID M): 14, or SEQ ID NO: 16 have at least 80% identity based on the 
Clustal alignment method, o] 

(b) the compler&ent of the nucleotide sequence. 

44. The polynucleotiae of claim 43, wherein the amino acid sequence of the 
polypeptide and the amino acid\equence of SEQ ID NO: 8, SEQ ID NO: 10, SEQ ID NO: 12, 
SEQ ID NO: 14, or SEQ ID No\ 16 have at least 90% identity based on the Clustal aligment 
method. 

45. The polynucleotide o\ claim 43, wherein the amino acid sequence of the 
polypeptide and the amino acid sequWe of SEQ ID NO: 8, SEQ ID NO: 10, SEQ ID NO: 12, 
SEQ ID NO: 14, or SEQ ID NO: 16 ni|ve at least 95% identity based on the Clustal alignment 
method. 

46. The polynucleotide of clainl\43 comprising the nucleotide sequence of SEQ ID 
NO: 7, SEQ ID NO: 9, SEQ ID NO: 1 1, SEQ ID NO: 13, or SEQ ID NO: 15. 
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47. Ime polynucleotide of claim 43, wherein the polypeptide comprises the amino 
acid sequencdof SEQ ID NO: 8, SEQ ID NO: 10, SEQ ID NO: 12, SEQ ID NO: 14, or SEQ 
ID NO: 16; \ 

48. Thelpolynucleotide of claim 43, wherein the polypeptide is a cyclin delta- 1 
protein. \ 

49. An isolated polypeptide, wherein the amino acid sequence of the polypeptide and 
the amino acid sLuence of SEQ ID NO: 8, SEQ ID NO: 10, SEQ ID NO: 12, SEQ ID 
NO: 14, or SEQ lUNO: 16 have at least 80% identity based on the Clustal alignment method. 

50. The polypeptide of claim 49, wherein the amino acid sequence of the polypeptide 
and the amino acidlequence of SEQ ID NO: 8, SEQ ID NO: 10, SEQ ID NO: 12, SEQ ID 
NO: 14, or SEQ ID NO: 16 have at least 90% identity based on the Clustal alignment method. 

5 1 . The polypeptide of claim 49, wherein the amino acid sequence of the polypeptide 
andthe^^ 

NO: 14, or SEQ ID NQ: 16 have at least 95% identity based on the Clustal alignment method. 

52. The polypeptide of claim 49^ wherein the polypeptide comprises the amino acid 
sequence of SEQ ID NO: 8, SFOmiiO: 10, SEQ ID NO: 12, SEQ ID NO: 14, or SEQ ID 
NO: 16. \ If J 

53. ■ The polypeptide of/claim 49, wherein the polypeptide is a cyclin delta- 1 protein . 

54. A chimeric genej^nprising the polynucleotide of claim 43 operably linked to a " 
regulatory sequence. J 

55. An expression vector cpriiprising the polynucleotide of claim 43. 

56. A method for ^transforming a cell comprising transforming a cell with the 
polynucleotide of claim 43. \ 

57. The cell produced\by the method of claim 56. 

58. An isolated polynucleotide comprising a nucleotide sequence comprised by the 
polynucleotide of claim 43, wherein the nucleotide sequence contains at least 30 nucleotides. 

59. An isolated polynucleotide comprising: 

(a) a nucleotide sequence encoding a polypeptide, wherein the amino acid 
sequence of the polypeptide and the amino acid sequence of SEQ ID NO: 1 8, SEQ ID NO: 20, 
or SEQ ID NO: 22 have at least 80% identity based on the Clustal aligment method, or 

(b) the complement of the nucleotide sequence. 

60. The polynucleotide of olaim 59, wherein the amino acid sequence of the 
polypeptide and the amino acid sequence of SEQ ID NO: 18, SEQ ID NO: 20, or SEQ ID 
NO: 22 have at least 90% identity basea\pn the Clustal alignment method. 

61. The polynucleotide of claim 59, wherein the amino acid sequence of the 
polypeptide and the amino acid sequence os SEQ ID NO: 18, SEQ ID NO: 20, or SEQ ID 
NO: 22 have at least 95% identity based omthe Clustal aligment method. 

62. The polynucleotide of claim 59 comprising the nucleotide sequence of SEQ ID 
NO: 17, SEQ ID NO: 19, or SEQ ID NO: 2 A 
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The polynucleotide of claim 59, wherein the polypeptide comprises the amino 
acid seqiience of SEQ ID NO: 1 8, SEQ ID NO: 20, or SEQ ID NO: 22. 

64\ The polynucleotide of claim 59, wherein the polypeptide is a cyclin delta-2 
protein. 

65. isolated polypeptide, wherein the amino acid sequence of the polypeptide and 
the amino adid sequence of SEQ ID NO: 18, SEQ ID NO: 20, or SEQ ID NO: 22 have at least 
80% identity oased on the Clustal alignment method. 

66. The polypeptide of claim 65, wherein the amino acid sequence of the polypeptide 
and the amino Md sequence of SEQ ID NO: 18, SEQ ID NO: 20, or SEQ ID NO: 22 have at 
least 90% identity based on the Clustal alignment method. 

67. The polypeptide of claim 65, wherein the amino acid sequence of the polypeptide 
and the amino acidsequence of SEQ ID NO: 18, SEQ ID NO: 20, or SEQ ID NO: 22 have at 
least 95% identity based on th^ C^ M St?^ ) f ^li g n m^nt m^th^d ~ 



68. The polyoeptide of claim 65, wherein the polypeptide comprises the amino acid 
sequence of SEQ ID NO: 18, SEQ ID NO: 20, or SEQ ID NO: 22. 

69. The polypeptide of claim 65, wherein the polypeptide is a cyclin delta-2 protein. 

70. A chimeric \gene comprising the polynucleotide of claim 59 operably linked to a 
regulatory sequence. 

71 . An expressioi A|0€tor comprising the polynucleotide of claim 59. 

72. A method forlj^iKforming a cell comprising transforming a cell with the 
polynucleotide of claim 5 

73. The cell prodifc&d by t]a€ method of claim 72. 

74. ■ An isolated poi^^leotide comprising a nucleotide sequence comprised by the 
polynucleotide of claim 59, Vi^ierein the nucleotide sequence contains at least 30 nucleotides. 

75. An isolated polynucleotide comprising: 

(a) a nucleotide Sequence encoding a polypeptide, wherein the amino acid 
sequence of the polypeptide and\he amino acid sequence of SEQ ID NO: 24, SEQ ID NO: 26, 
or SEQ ID NO: 28 have at least 80% identity based on the Clustal alignment method, or 

(b) the complementvpf the nucleotide sequence. 

76. The polymucleotide of claim 75, wherein the amino acid sequence of the 
polypeptide and the amino acid sdjquence of SEQ ID NO: 24, SEQ ID NO: 26, or SEQ ID 
NO: 28 have at least 90% identity based on the Clustal alignment method. 

77. The polynucleotide of Vlaim 75, wherein the amino acid sequence of the 
polypeptide and the amino acid seqitence of SEQ ID NO: 24, SEQ ID NO: 26, or SEQ ID 
NO: 28 have at least 95% identity basep on the Clustal alignment method. 

78. The polynucleotide of claim 75 comprising the nucleotide sequence of SEQ ID 
NO: 23, SEQ ID NO: 25, or SEQ ID No\ 27. 

79. The polynucleotide of claim\75, wherein the polypeptide comprises the amino 
acid sequence of SEQ ID NO: 24, SEQ IdVo: 26, or SEQ ID NO: 28. 
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80. \The polynucleotide of claim 75, wherein the polypeptide is a cyclin delta-3 
protein. \ 

81. An isolated polypeptide, wherein the amino acid sequence of the polypeptide and 
the amino acik sequence of SEQ ID NO: 24, SEQ ID NO: 26, or SEQ ID NO: 28 have at least 
80% identity b^ed on the Clustal alignment method. 

82. The polypeptide of claim 81, wherein the amino acid sequence of the polypeptide 
and the amino aci\sequence of SEQ ID NO: 24, SEQ ID NO: 26, or SEQ ID NO: 28 have at 
least 90% identity b^sed on the Clustal alignment method, 

83 . The polypeptide of clmpi 8 1 , wherein the amino acid sequence of the polypeptide 
and the amino acid seq^ehcpK5fSEQ ID NO: 24, SEQ ID NO: 26, or SEQ ID NO: 28 have at 
least 95% identity basedwn the Clustal alignment method. 

84. • The polypenMje^of claim 81, wherein the polpeptide comprises the amino acid 
sequence of SEQ ID I^ ^V ^FQ TT-> ATO- 9^ nr <^hqj^>^n?a-^^ 

85. The poIyp£ptide\)f ddim 81, wherein the polypeptide is a cyclin deIta-3 protein. 

86. A chimeric^^geue^^mprising the polynucleotide of claim 75 operabley linked to a 
regulatory sequence. \ 

87. An expression vectoiU:omprising the polynucleotide of claim 75, 

88. A method for transforming a cell comprising transforming a cell with the 
polynucleotide of claim 75. \ 

89. The cell produced by the method of claim 88. 

90. An isolated polynucleotide^comprising a nucleotide sequence comprised by the 
polynucleotide of claim 75, wherein the nucleotide sequence contains at least 30 nucleotides. 



REMARKS 

Claims 1-26 have been cancelled, and claims 27-90 have been added. Claims 27-90 
are pending. It is respectfully requested that the amendments above be entered before 
examination of the application.* 

Support for sequence identities of 80%, 90%, and 95% is found on page 6, lines 32-37 
of the specification. Support for claims 42, 58, 74, and 90 is found on page 7, line 14 of the 
specification. 
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Please charge a fee of $ 1 , 1 02.00 to Deposit Account 04- 1 928 
(E. I. du Pont de Nemours and Company). If this fee is insufficient or incorrect, please charge ^ 
or credit the balance to the above-identified account. 

In view of the foregoing, allowance of the above-referenced application is respectfully 
requested. 

Respect fully submitted. 
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